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SAC-CI Retinal, ASP85,HOH402 retinal N
QM MM
DZP (M state)
M state SB
M state M state
Schiff base (SB) SB ASP85
SB ASP85,HOH402,SB
ASP85 HOH402,SB HOH402
SAC-CI bR state M state
SAC-CI 0.14eV M state
bR state 0.84eV blue shift 3
M state SB 1.67eV  blue
shift 0.79eV  red shift
0.23eV  red shift bRM state sACCl
M state blue shift . SAC-CI
Protein QM T(e\/) Bxtl.(eV)
M AS* 2.23 2.18**
bR state 1.88
state 130
bR state AS* 2.88 3.00%*
M state 2.76
SB 2.97
CT *AS:QM retinal, HOH,ASP85
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